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Abstract

Genomic medicine is an emerging medical discipline that involves using genomic information about indi-

viduals as part of their clinical care; it is also being promoted as part of a national policy in Japan. Genomic

information related to diseases can cause complicated issues for patients and their relatives. Therefore, genet-

ic counseling, a communication process that aims to help individuals understand and adapt to the medical,

psychological, and familial implications of how genomic information contributes to specific health conditions,

is required. Moreover, comprehensive genetic analysis using next-generation sequencing can detect

numerous genetic variants of unknown significance, and incidentally reveal an association with an unexpected

disease. Thus, physicians performing genetic tests should be fully aware of the characteristics of genomic

information. Furthermore, clinical implementation of whole genome sequencing is currently being promot-

ed in Japan, and it is expected that genomic information handled in clinical practice will become more com-

plex in the near future. Medical education institutions also have an important responsibility to develop human

resources that will be responsible for genetic counseling, which will be required in the era of genomic med-

icine.

Key Words: Genetic counseling, Genomic medicine, Genetic testing.
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